
A quick guide to VitiVar



Home page of VitiVar

(http://vitivar.igib.res.in)



Genes categorized on the basis of  

the literature based information.  

Reported association either due to  

variation and/or expression

HLA-alleles that are  

reported to be associated  

with vitiligo  

(Downloadable excel file).

Variants known to be  

associated with vitiligo

List of manually curated  

genes found to be  

associated with vitiligo

Description of fields on Home Page



Description of Gene page (appears on clicking gene)

Gene expression status
in reported vitiligo case
study

Expression summary

Description of Separators–
|| :  separate different fields
;  : used in case of more than one study.
, : used to separate different terms within  
same study
- : denotes NA

Overall Gene Summary
Comparison of expression of inhouse vitiligo samples  

with other cell types (Fibroblast, melanocyte,  
Keratinocyte, Whole skin and blood) in normal  

condition.

No. of
variants in gene



Description of Gene summary page

Meta-analysed gene expression data
Detailed information about analysis is provided in manuscript

Expression of gene from catalogeddata  

(from literature based information)



Variants Tab

User can find description of fields  

by mouse hover on respective  

fields. For example: Link of variants to 

1000 genomes 

browser



Click over IGV link, User can visualize the frequency spectrum of variations in indian populations

Source : Indian Genome Variation Consortium (IGVC) data

Description about Populationnames
is provided in link (Population Descriptions)  
at the page end.



Scroll Right for more annotation fields



Column Header Annotation

Variant_id The id given to the variant by LOVD database

Chr Chromosome # on which the variant is present

DNA change (genomic) The nucleotide change for that variant

IGV Link to frequency of variant in different Indian populations

1000 Genomes Link of variants to 1000 genomes browser

DB-ID Database id for that variant

dbSNPID dbSNP ID or rs_id for that variant

Variant remarks Variant obtained from which study type: GWAS, Expression,  

Candidate etc.

Gene or Locus mapped in the study Gene or locus for that particular variant as mentioned in thel iterature

Risk allele Risk allele for that variant as reported in the literature (these are  

separated by “;” according to references mentioned in pubmed  

reference column and “NA” if risk allele is not clearly mentioned in  

study)

Population Population in which study was conducted

(these are also separated by “;” as per their pubmed reference and  

“NA” if it was not available)

Pubmed reference The reference of the article in which the variant was reported to be  

associated with vitiligo

Description of all annotation  tabs on Variantspage



Variant information in Vitivar Database



More information about interpretations of variants in Vitivar

Variants in Vitivar are stored according to standard  format defined by  HGVS [Human Genome Variation Society)

For example,
g.8501786A>G it means A to G substitution at genomic position 8501786 [Genomic chage]  
cDNA changes are also described in similar format  only g is replaced by c

Effect of variant at RNA and Protein level are described in following formats –
RNA level :
Example -
unknown effect

r.? - RNA has not been analysed, an effect is expected but difficult to predict ( e.g. when the transcription start site, 
the polyA-addition signal or the polyA-addition site is changed)
r.(?) - RNA has not been analysed but an effect other then that caused by the change at DNA level is not expected 
r.(=) - RNA has not been analysed, but no change is expected

probable effect
r.(76a>u) - RNA has not been analysed, the change expected is r.76a>u (can also be described as r.(?))

Protein level:
unknown effect
p.? - protein has not been analysed, an effect is expected but difficult to predict
p.(=) - protein has not been analysed, but no change is expected
p.= - protein has not been analysed, RNA was, but no change is expected (silent change)

Probable effect (without any experimental evidence)  
p.(Arg22Ser)

Detail description about interpretation of variant nomenclature at DNA, RNA and Protein levels, please visit -
http://www.hgvs.org/

Content Courtesy: from http://www.hgvs.org/

http://www.hgvs.org/
http://www.hgvs.org/


For any query related to vitivar, please contact :

ddash@igib.in, ankita@igib.in

mailto:ddash@igib.in
mailto:ankita@igib.in

